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ubiA

valS

688

689
690

691

clpX
rimJ

694

tRNA−His
msbA2

697

bcr2
699

glnQ1

701

�



1000000 1005000 1010000 1015000 1020000 1025000 1030000 1035000 1040000 1045000 1050000

1078
1079 ccmF

1081
1082

1083
1084 rompB

PG1

1086
1087

himA

1089
bcp

htrB
lpxK

1093

1094

1095

lig
tgt

1098

1099
1100

1101

1102
1103

1104

1105
1106

1107

rnhA
1109

ssrA

1110

1111
dnaQ

surf1

1114
1115

fabD

1117
1118

tRNA−Ser

1119
1120

1121

1122
1123

1124

1125
1126

1127

1128
1129

1130

1131
1132

1133

1134
1135

1136

1137

tlc5

875000 880000 885000 890000 895000 900000 905000 910000 915000 920000 925000

701
702

ccmF

sca5
PG705

706

707
himA

709

PG710
PG711

712

713
ank2

PG715

716
PG717

htrB

719
lig

tgt

722
723

724

725
rnhA

727 730

731
dnaQ

surf1

addA
fabD

tRNA−Ser

fadA
phbC1

tlc5

1050000 1055000 1060000 1065000 1070000 1075000 1080000 1085000 1090000 1095000 1100000

tlc5
1139

1140
tlyC

1142
1143

1144

lipA
glyA 1147

grxC2
nth

1150

1151
1152

1153

1154
1155

1156

1157
1158

1159

1160
pgpA

rplU

rpmA

lysC

1165

1166

1167
1168

1169

proP5
1171

1172
1173

1174

thdF 1176
1177

1178

1179
1180

1181
recA

fabG

1184
acpP

fabF uup

1188
1189
1190

1191
1192

1193

gmk
1195

1196mreC
mreB

1199

tRNA−Ile

pal

1201

fabH

rpmF
1204

ftsY

polA

930000 935000 940000 945000 950000 955000 960000 965000 970000

tlc5

tlyC
741

lipA

glyA
744

grxC2

nth
747

748

749
pgpA

rplU

rpmA
lysC

754
proP5

756

757
758

thdF

760
recA

fabG

acpP
fabF

gmk

766
mreC

mreB

769
tRNA−Ile

pal

fabH
rpmF

774

ftsY
polA

1100000 1105000 1110000 1115000 1120000 1125000 1130000 1135000 1140000 1145000 1150000

polA

PG2

1207
1208

1209
1210 dnaE

udg
1213

ampG3

tatC
serS

virB4

1218
terC

1220

1221
1222

1223

nuoJ
nuoK

nuoL1 nuoM
ccmA

nuoI
nuoH

nuoG

1232

acnA
atpC

atpD
atpG

atpA

atpH
pdhD

1240
1241

1242

1243
1244

mrcA

970000 975000 980000 985000 990000 995000 1000000 1005000 1010000 1015000

polA

PG777
dnaE

udg

780
ampG3

782

serS
virB4

785

terC
787

788

789
nuoJ

nuoK

nuoL1
nuoM

ccmA

nuoI
nuoH

nuoG

798
acnA

atpC

atpD
atpG

atpA

atpH
pdhD

806

mrcA

1150000 1155000 1160000 1165000 1170000 1175000 1180000 1185000 1190000 1195000 1200000

mrcA
1246 1247

1248

1249

1250

1251
kefB

1253

1254
1255

1256

1257
1258

1259

1260
1261

1262

1263
1264

tRNA−Pro
infA

maf
dksA

xerC

1269

1270

1271

1272
rompA

ftsK

1275
map1277

1278

mraY2
1280 1281

1282

fdxA

ccmC
1285

p34

omp

1288
znuC

1290

1291
1292

1293

uvrA
ssb

1015000 1020000 1025000 1030000 1035000 1040000 1045000 1050000

mrcA
808

809

kefB
811

812

tRNA−Pro
infA

maf

dksA
xerC

818

819
phbC2

821

822
ftsK

map

mraY2
826

827

828
fdxA

ccmC

831
p34

omp

afuC
uvrA

ssb

�



1200000 1205000 1210000 1215000 1220000 1225000 1230000 1235000 1240000 1245000 1250000

ssb

1296
1297

1298

1299
1300

tRNA−Arg

1301 htpG hemA 1304
1305

tig

obg gltA
1309

sfhB

1311
1312

1313 hemK

1315
glyS

glyQ

1318
1319

1320

1321
1322

1323
1324

1325
1326

alaS

truA
rpoD

dnaG

1331
greA

pntAB

pntAA
1335

dnaX
1337

1338
1339

1340 glnQ

phnP
1343

dinJ
1345

1346

tRNA−Leu
dapE

1348

1055000 1060000 1065000 1070000 1075000 1080000 1085000 1090000 1095000

ssb
837

tRNA−Arg
839

htpG

hemA
tig

843

gltA
845

sfhB

hemK
848

glyS

glyQ
851

proP6

853
854

855

alaS
truA

rpoD

dnaG
860

greA

pntAB
pntAA

864

dnaX
866

867

glnQ2
869

870

871
872

tRNA−Leu

dapE

1250000 1255000 1260000 1265000 1270000

dapE
1348

1349
1350

1351

1352
1353

1354

1355
1356

lipB

ampD

tRNA−Thr

rpsP
rpmG

mutL
13621363

1364

1365
1366

1367

proP7
hemF

1370

1371
1372

hemH

hemE

1100000 1105000 1110000

dapE

875
lipB

tRNA−Thr

rpsP
rpmG

mutL

proP7
hemF

883

hemH
hemE

 Replication

 Transcription

 Translation

 Transporters

 Regulatory Functions

 Energy Metabolism

 Fatty Acid and Phospholipid Metabolism

 Nucleotide Metabolism

 Amino Acid Metabolism

 Metabolism of Cell Envelop

 Metabolism of Cofactors and Other Substances

 Cellular Processes

 Drug and analogue sensitivity

 Other Categories

 Unknown

 Ribosomal RNA

 Pseudogene

 Other RNA

 Repeat  tRNA

�


